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Following publication of the original article [1], the below 
authorship note is missing in this article due to a typeset-
ting error.

Hadi Charati and Min-Sheng Peng contributed equally 
to this work.

Author details
1 State Key Laboratory of Genetic Resources and Evolution, Kunming 
Institute of Zoology, Chinese Academy of Sciences, Kunming 650223, China. 
2 Kunming College of Life Science, University of Chinese Academy of Sci‑
ences, Kunming 650204, China. 3 KIZ‑CUHK Joint Laboratory of Bioresources 
and Molecular Research in Common Diseases, Kunming Institute of Zool‑
ogy, Chinese Academy of Sciences, Kunming 650223, China. 4 Biological Big 
Data College, Yunnan Agricultural University, Kunming 650201, China. 5 State 
Key Laboratory for Conservation and Utilization of Bio‑Resources, Yunnan 

University, Kunming 650091, China. 6 Faculty of Agriculture, Shahid Bahonar 
University of Kerman, PB 76169‑133 Kerman, Iran. 7 Department of Genetics, 
Faculty of Medicine, Babol University of Medical Sciences, 4719173716 Babol, 
Iran. 8 Department of Medical Genetics, School of Medicine, Tehran University 
of Medical Sciences, 14155‑6447 Tehran, Iran. 9 Center for Excellence in Animal 
Evolution and Genetics, Chinese Academy of Sciences, Kunming 650223, 
China. 

Reference
	1.	 Charati, et al. Hum Genomics. 2019;13:7.

Publisher’s Note
Springer Nature remains neutral with regard to jurisdictional claims in pub‑
lished maps and institutional affiliations.

Open Access

The original article can be found online at https://​doi.​org/​10.​1186/​s40246-​
019-​0195-5.

*Correspondence:  aliesmaili@uk.ac.ir; zhangyp@mail.kiz.ac.cn
†Hadi Charati and Min-Sheng Peng contributed equally to this work
1 State Key Laboratory of Genetic Resources and Evolution, Kunming 
Institute of Zoology, Chinese Academy of Sciences, Kunming 650223, 
China
Full list of author information is available at the end of the article

http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/publicdomain/zero/1.0/
http://creativecommons.org/publicdomain/zero/1.0/
https://doi.org/10.1186/s40246-019-0195-5
http://crossmark.crossref.org/dialog/?doi=10.1186/s40246-021-00355-y&domain=pdf
https://doi.org/10.1186/s40246-019-0195-5
https://doi.org/10.1186/s40246-019-0195-5

	Correction to: The evolutionary genetics of lactase persistence in seven ethnic groups across the Iranian plateau
	Correction to: Human Genomics (2019) 13:7 https:​doi.​org​10.​1186​s40246-​019-​0195-5
	References


