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CORRECTION

Correction: Association of the C allele 
of rs479200 in the EGLN1 gene with COVID-19 
severity in Indian population: a novel finding
Renuka Harit1,2, Sajal De3†, Piyoosh Kumar Singh1,2†, Deepika Kashyap1, Manish Kumar1, Dibakar Sahu3, 
Chander Prakash Yadav2,4, Mradul Mohan1,2, Vineeta Singh1,2, Ram Singh Tomar1, Kailash C. Pandey1,2* and 
Kapil Vashisht1* 

Correction: Human Genomics (2024) 18:7  
https://doi.org/10.1186/s40246-024-00572-1

Following publication of the original article [1], the 
authors reported an error that the co-corresponding 
authorship of Dr. Kailash C Pandey has been inad-
vertently missed in the published version. The correct 
authorship has been updated in this Correction.

The original article [1] has been corrected.
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†Sajal De and Piyoosh Kumar Singh contributed equally to this work.

The original article can be found online at https:// doi. org/ 10. 1186/ s40246- 
024- 00572-1.
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