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Abstract

Background: Snail is a typical transcription factor that could induce epithelial-mesenchymal transition (EMT) and
cancer progression. There are some related reports about the clinical significance of snail protein expression in
gastric cancer. However, the published results were not completely consistent. This study was aimed to investigate
snail expression and clinical significance in gastric cancer.

Results: A systematic review of PubMed, CNKI, Weipu, and Wanfang database before March 2015 was conducted.
We established an inclusion criterion according to subjects, method of detection, and results evaluation of snail
protein. Meta-analysis was conducted using RevMan4.2 software. And merged odds ratio (OR) and 95 % CI
(95 % confidence interval) were calculated. Also, forest plots and funnel plot were used to assess the potential of
publication bias.
A total of 10 studies were recruited. The meta-analysis was conducted to evaluate the positive rate of snail protein
expression. OR and 95 % CI for different groups were listed below: (1) gastric cancer and para-carcinoma tissue
[OR = 6.15, 95 % CI (4.70, 8.05)]; (2) gastric cancer and normal gastric tissue [OR = 17.00, 95 % CI (10.08, 28.67)];
(3) non-lymph node metastasis and lymph node metastasis [OR = 0.40, 95 % CI (0.18, 0.93)]; (4) poor differentiated
cancer, highly differentiated cancer, and moderate cancer [OR = 3.34, 95 % CI (2.22, 5.03)]; (5) clinical stage TI + TII
and stage TIII + TIV [OR = 0.38, 95 % CI (0.23, 0.60)]; (6) superficial muscularis and deep muscularis [OR = 0.18,
95 % CI (0.11, 0.31)].

Conclusions: Our results indicated that the increase of snail protein expression may play an important role in the
carcinogenesis, progression, and metastasis of gastric cancer. And this result might provide instruction for the
diagnosis, therapy, and prognosis of gastric cancer.
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Background
Epithelial-mesenchymal transition (EMT), a developmental
process whereby epithelial cells reduce intercellular
adhesion and acquire myofibroblastic features, is critical
to tumor progression [1–3]. Meanwhile, the dissolution of
intercellular adhesions and the acquisition of a more
motile mesenchymal phenotype as part of epithelial-

to-mesenchymal transition (EMT) are crucial capacities of
invading cancer cells [4]. Snail can induce EMT partly by
suppressing the expression of E-cadherin. Reduced ex-
pression of E-cadherin may lead to the loss of cell-cell ad-
hesion and cancer progression [5]. In recent years, snail
was found to be highly expressed in several carcinomas,
including non-small cell lung carcinomas, ovarian carcin-
omas, urothelial carcinomas, breast cancer, and hepatocel-
lular carcinoma [6–10]. Studies of immunohistochemical
analyses suggest that snail is highly expressed in gastric
cancer and significantly associated with tumor progression
and metastasis [11–13].

* Correspondence: entry2003@126.com; Youpingd@gmail.com
1Medical College, Wuhan University of Science and Technology, Wuhan
430065, China
8Department of Internal Medicine and Rush University Cancer Center, Rush
University Medical Center, Chicago, IL 60612, USA
Full list of author information is available at the end of the article

© 2016 Chen et al. Open Access This article is distributed under the terms of the Creative Commons Attribution 4.0
International License (http://creativecommons.org/licenses/by/4.0/), which permits unrestricted use, distribution, and
reproduction in any medium, provided you give appropriate credit to the original author(s) and the source, provide a link to
the Creative Commons license, and indicate if changes were made. The Creative Commons Public Domain Dedication waiver
(http://creativecommons.org/publicdomain/zero/1.0/) applies to the data made available in this article, unless otherwise stated.

Chen et al. Human Genomics 2016, 10(Suppl 2):22
DOI 10.1186/s40246-016-0070-6

http://crossmark.crossref.org/dialog/?doi=10.1186/s40246-016-0070-6&domain=pdf
mailto:entry2003@126.com
mailto:Youpingd@gmail.com
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/publicdomain/zero/1.0/


Methods
Study search protocol
A total of 10 studies were identified by primary search
strategies using the keywords “snail” combined with
“gastric cancer” and synonyms in PubMed, CNKI,
Weipu, and Wanfang database.

Inclusion criteria and exclusion criteria
Studies that were included in this meta-analysis met the
following criteria: (1) the official published literature or
master’s and doctoral dissertation in both Chinese and
English before March 2015; (2) the detection method
used immunohistochemical and the results experienced

Fig. 1 Studies identified with criteria for inclusion and exclusion. After reviewing the abstracts and titles of 183 studies, 173 of them were
excluded. In detail, 49 studies were excluded due to repetition; 32 studies were due to non-human subjects; 7 studies were due to non-full-text;
14 studies were due to non-IHC study; 69 studies were due to missing control group; 2 studies were due to missing the snail positive rate. Eventually,
10 articles were collected

Table 1 Main characteristics of the studies included in this meta-analysis

First author Year Positive rate

Cancer
tissue

Adjacent
tissue

Normal
tissue

Low
differentiation

Highly +
moderate

TI + TII TIII + TIV Superficial Deep No
metastasis

Metastasis Quality

Yingfeng Zhu 2007 80/96 33/80 – 56/62 24/34 21/29 59/67 10/16 70/80 23/32 57/64 D

Zhifeng Tang 2010 159/189 26/54 6/32 82/100 61/89 29/46 114/143 – – 49/73 94/116 D

Yaqin Hao 2011 41/54 22/54 9/30 20/22 21/32 – – 4/9 17/19 5/11 16/17 D

Shengxi Wang 2011 92/112 28/79 – 66/75 26/37 – – 15/23 77/89 29/42 63/70 E

Li Jin 2011 78/87 – 7/24 – – – – – – – – E

Lina Wang 2011 32/60 16/60 3/20 26/42 6/18 – – 2/9 30/51 4/7 28/53 D

Wude Zhang 2012 41/48 15/48 – 32/34 9/14 23/27 18/21 22/29 19/19 24/30 7/18 E

Xiaoli Cao 2013 32/45 5/20 – 24/27 8/18 11/20 21/25 9/19 23/26 10/20 22/25 E

Qianjun Li 2013 38/65 – 0/65 – – – – – – – – D

Limin Liu 2014 57/80 24/80 – – – 6/14 51/66 6/15 51/65 11/24 46/56 C
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quantitative analysis; (3) when duplicate articles were
published, we included the newest or the most inform-
ative single study; (5) the snail positive rate was given or
could be calculated based on the information from tables
or figures.
Exclusion criteria included (1) repetitive studies; (2)

research on animal and cellular level; (3) studies without
reviews, letters, abstracts and editorials; and (4) the studies
without control group.

Data extraction and quality assessment
Two reviewers screened the titles and abstracts accord-
ing to the inclusion and exclusion criteria listed above
independently. Then, they cross-checked the articles and

removed disagreements. Information extracted from the
eligible articles included first author, publication year,
detection method, the number of cases and controls, the
clinical pathology states of cases and controls, and the
location of snail protein expression. The quality of these
studies is assessed by the following: (1) whether the gold
standard method is set up; (2) whether the gold standard
test stayed is independent of the evaluation test; (3)
whether the blind method is used; (4) whether quantita-
tive data is given or is able to be calculated; (5) whether
the definition and diagnosis of the case are correct, inde-
pendent, and standard; (6) whether the diagnostic steps
are detailed; (7) whether the case has a good representa-
tion; (8) whether cases and controls are selected and

Fig. 2 Meta-analysis for the expression of snail protein in gastric cancer and para-carcinoma. Eight of the ten studies compared the expression of
snail protein in gastric cancer tissues and the adjacent tissues, including 684 gastric cancer samples and 475 para-carcinoma samples. The I2 value
was 0 % and less than 50 %; thus, we chose fixed-effect Mantel-Haenszel model for further analysis. The overall effect was Z = 13.20. The odds
ratio (OR) was 6.15 with 95 % CI = (4.70, 8.05), and P < 0.001

Fig. 3 Meta-analysis for the expression of snail protein in gastric cancer and normal tissue. Five of the ten studies compared the positive
expression of snail protein in gastric cancer tissues with that in normal tissues, including 455 gastric cancer tissue samples and 171 normal
samples. The I2 value was 49.7 % and less than 50 %; thus, we chose fixed-effect Mantel-Haenszel model for further analysis. The overall effect
was Z = 10.63, OR = 17, 95 % CI = (10.08, 28.67), and P < 0.001
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analyzed based on the most important factor. Based on
the above standards, we classified the qualities of the re-
search into five grades: (A) meets all 8 quality standards;
(B) meets 7 standards; (C) meets 6 standards; (D) meets
5 standards; (E) meets 4 standards.

Statistical analysis
Meta-analysis was conducted with RevMan4.2 software.
Odds ratio (OR) with 95 % confidence interval was cal-
culated. Heterogeneity between studies was examined
using the I2 statistic [14, 15]. When I2 value was greater
than 50 %, we considered that heterogeneity was signifi-
cant. Fixed-effect Mantel-Haenszel model was chosen as

the main analysis method when the heterogeneities were
not confirmed statistically significant. Otherwise, random-
effect model was adopted. Funnel plots were used to
check for the potential of publication bias. All the P values
were two-sided, and statistically significant difference was
defined as P < 0.05.

Results
Literature search and study characteristics
After reviewing the abstracts and titles of 183 studies,
173 of them were excluded. In detail, 49 studies were
excluded due to repetition; 32 studies were due to
non-human subjects; 7 studies were due to non-full-

Fig. 5 Meta-analysis for the relationship between snail expression and the differentiation. Seven studies analyzed the relationship between snail
expression and the differentiation. The result indicated that the I2 value was 0 % and less than 50 %; thus, we chose fixed-effect Mantel-Haenszel
model for further analysis. The overall effect was Z = 5.80, OR = 3.34, 95 % CI = (2.22, 5.03), and P < 0.001

Fig. 4 Meta-analysis for the relationship between snail expression and lymph node metastasis. Eight studies analyzed the relationship between
snail expression and lymph node metastasis. The results indicated that the I2 value was 74.4 % and greater than 50 %; thus, we chose random-effect
model for further analysis. The overall effect was Z = 2.14, OR = 0.40, 95 % CI = (0.18, 0.93), and P < 0.001
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text; 14 studies were due to non-IHC study; 69 stud-
ies were due to missing control group; 2 studies were
due to missing the snail positive rate. Eventually, 10
articles were collected [16–25] (Fig. 1). Detailed char-
acteristics of these 10 eligible studies are summarized
in Table 1. A total of 756 gastric cancer tissue sam-
ples, 346 para-carcinoma tissue samples, and 171 nor-
mal tissue samples were used in these 10 studies.
Eight of them reported the relationship between the
snail expression and clinical pathology, enrolled the
degree of differentiation, the lymph node metastasis,
TNM stage, and invasion depth.

Stratification analysis
Eight of the ten studies compared the expression of
snail protein in gastric cancer tissues and the

adjacent tissues, including 684 gastric cancer sam-
ples and 475 para-carcinoma samples. The I2 value
was 0 % and less than 50 %; thus, we chose fixed-
effect Mantel-Haenszel model for further analysis.
The overall effect was Z = 13.20. The odds ratio
(OR) was 6.15 with 95 % CI = (4.70, 8.05), and P <
0.001 (Fig. 2).
Five of the ten studies compared the positive

expression of snail protein in gastric cancer tissues
with that in normal tissues, including 455 gastric can-
cer tissue samples and 171 normal samples. The I2
value was 49.7 % and less than 50 %; thus, we chose
fixed-effect Mantel-Haenszel model for further analysis.
The overall effect was Z = 10.63. The odds ratio was
17 with 95 % CI = (10.08, 28.67), and P < 0.001
(Fig. 3).

Fig. 6 Meta-analysis for the relationship between snail expression and TNM stage. Five studies analyzed the relationship between snail expression
and the TNM stage. The result showed that the I2 value was 0 % and less than 50 %, thus we chose fixed-effect Mantel-Haenszel model for
further analysis. The overall effect was Z = 4.02, OR = 0.38, 95 % CI = (0.23, 0.60), and P < 0.001

Fig. 7 Meta-analysis for the relationship between snail expression and invasion depth. Seven studies analyzed the relationship between snail
expression and invasion depth. The result showed that I2 value was 0 % and less than 50 %; thus, we chose fixed-effect Mantel-Haenszel model
for further analysis. The overall effect was Z = 6.28, OR = 0.18, 95 % CI = (0.11, 0.31), and P < 0.001
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The relationship between the expression of snail protein
and the characteristics of clinical pathology
Eight studies analyzed the relationship between snail ex-
pression and lymph node metastasis. The results indi-
cated that the I2 value was 74.4 % and greater than
50 %; thus, we chose random-effect model for further
analysis. The overall effect was Z = 2.14, OR = 0.40, 95 %
CI = (0.18, 0.93), and P < 0.001 (Fig. 4). Seven studies

analyzed the relationship between snail expression and
the differentiation. The result indicated that the I2 value
was 0 % and less than 50 %; thus, we chose fixed-effect
Mantel-Haenszel model for further analysis. The overall
effect was Z = 5.80, OR = 3.34, 95 % CI = (2.22, 5.03), and
P < 0.001 (Fig. 5). Five studies analyzed the relationship
between snail expression and the TNM stage. The result
showed that the I2 value was 0 % and less than 50 %;

Fig. 9 Funnel plot analysis for the expression of snail protein in gastric cancer and normal tissue. Funnel plot analysis for publication bias indicated a
low likelihood of publication bias

Fig. 8 Funnel plot analysis for the expression of snail protein in gastric cancer and para-carcinoma. Funnel plot analysis for publication bias indicated a
low likelihood of publication bias
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thus, we chose fixed-effect Mantel-Haenszel model for
further analysis. The overall effect was Z = 4.02, OR =
0.38, 95 % CI = (0.23, 0.60), and P < 0.001 (Fig. 6). Seven
studies analyzed the relationship between snail expres-
sion and invasion depth. The result showed that I2 value
was 0 % and less than 50 %; thus, we chose fixed-effect
Mantel-Haenszel model for further analysis. The overall

effect was Z = 6.28, OR = 0.18, 95 % CI = (0.11, 0.31), and
P < 0.001 (Fig. 7).

Publication bias analysis
Funnel plot analysis for publication bias of these analytical
studies (as shown in Figs. 8, 9, 10, 11, 12, and 13) in-
dicated a low likelihood of publication bias.

Fig. 11 Funnel plot analysis for the relationship between snail expression and the differentiation. Funnel plot analysis for publication bias
indicated a low likelihood of publication bias

Fig. 10 Funnel plot analysis for the relationship between snail expression and lymph node metastasis. Funnel plot analysis for publication bias
indicated a low likelihood of publication bias
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Discussion and conclusions
The emerging roles of some key, EMT-related proteins
in cancer progression and their close relationship with
clinical pathology parameters make them attractive for
developing diagnostic biomarkers and therapies [26].
The transcriptional repression of E-cadherin is mediated
mainly by zinc finger transcription factors related to the
snail family (SNAIL1), zinc finger E-box binding

homeobox-2 (ZEB2), and basic helix-loop-helix family
(TWIST) [27, 28]. Network analysis (Fig. 14) revealed
that snail expression was significantly correlated with
the expression of ZEB2, TWIST (Twist1 and Twist2),
and N-cadherin (CDH2). These gene expressions may be
regulated by snail at transcriptional level, and they also
interact with each other. N-cadherin, encoded by the
CDH2 gene, mediates cell-cell adhesion and renders

Fig. 12 Funnel plot analysis for the relationship between snail expression and the TNM stage. Funnel plot analysis for publication bias indicated a
low likelihood of publication bias

Fig. 13 Funnel plot analysis for the relationship between snail expression and the invasion depth. Funnel plot analysis for publication bias
indicated a low likelihood of publication bias
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tumor cell migration and invasion [29]. N-cadherin was
reported to be a prognostic marker [30], and the up-
regulation correlated with advanced TNM stage and
poor survival [31]. In addition, TWIST can modulate N-
cadherin expression through directly interacting with an
E-box, a regulatory element within intron 1 of CDH2
[32], and expression of TWIST appears to be indispens-
able for the entry of tumor cells into the bloodstream, a
significant early step towards metastasis [33]. ZEB2 is
also known as SIP1, which interacts through its COOH-
terminal region with E-box element of E-cadherin gene
promoter and mediates its transcriptional repression by
recruiting corepressor complexes [34, 35]. These tran-
scription factors form signaling networks that could ini-
tiate and sustain the mesenchymal phenotypes of tumor
cells; therefore, the expression of these proteins could
define EMT occurrence in a tumor setting. For example,
a study in primary human gastric cancers revealed ele-
vated snail and twist expressions in diffuse-type gastric

cancer, whereas ZEB2/SIP1 was primarily expressed in
the intestinal type [36] (Fig. 14).
This meta-analysis was aimed to examine the expression

of transcription factor snail in different tissue samples and
the relationship between increased snail expression and
clinicopathological features of gastric cancer. This study
combined 756 gastric cancer tissue samples, 346 para-
carcinoma samples, and 171 normal tissue samples from
10 individual studies. The results indicated that snail ex-
pression is higher in gastric cancer tissues than that in
para-carcinoma tissues and normal tissues, respectively
(OR = 6.15, 95 % CI = 4.70, 8.05; OR = 17, 95 % CI = 10.08,
28.67). Furthermore, closed correlations were observed
between snail expression and clinicopathological charac-
teristics that included the lymph node metastasis, the de-
gree of differentiation, TNM stage, and invasion depth.
The positive expression rate of snail was higher in gastric
cancer tissues with lymphatic metastasis, OR = 0.40, 95 %
CI = (0.18, 0.93). The higher positive rate of snail is

Fig. 14 Gene network analysis. The target genes of cancer-induced differentially expressed protein were used to run the IPA tool for gene network
analysis. These genes around triangles highlighted genes that are involved in immunity system development function. The network score described in
the “Methods” section for the network is 39. The solid lines connecting the molecules here represent a direct relation and dotted lines an indirect relation
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connected with the lower differentiation degree, OR =
3.34, 95 % CI = (2.22, 5.03). The positive expression of
snail was higher at late clinical stage, OR = 0.38, 95 % CI
= (0.23, 0.60). Moreover, it appeared that the deeper the in-
filtration was, the higher the expression of snail was, OR =
0.18, 95 % CI = (0.11, 0.31).
The result of funnel plot indicated an imminent

possibility of publication bias. Two potential biases
might be introduced. First, the languages in collected
papers were used in both Chinese and English, which
may lead to a language bias. Second, the majority of
collected studies did not use blind method, which
might result in a measurement bias. Hence, the large-
scale samples and double blind statistical tests will be
investigated in the future study. Additionally, our
review only collected the publications that have full
text, since data that can be used for the methodology
assessment and meta-analysis were only available in
these publications with full text.
Our meta-analysis indicated that snail was highly

expressed in gastric cancer. In addition, the overexpres-
sion of snail is significantly associated with tumor progres-
sion and metastasis.

Competing interests
The authors declare that they have no competing interests.

Authors’ contributions
YC, YD, and JL envisioned the project. YC and LL designed the work. YC and
LH constructed and validated the pathway models and performed the data
analysis, with assistance from WY. YC, ZW, and HJ screened the data. YC, MY,
WG, and HRA wrote the manuscript. YL polished the English. All authors read
and approved the final manuscript.

Declarations
The research and publication of the research were supported by the Natural
Science Foundation Hubei Province of China (2011CDB236 and 2012FFB04903).
This article has been published as part of Human Genomics Volume 10
Supplement 2, 2016: From genes to systems genomics: human
genomics. The full contents of the supplement are available online at
http://humgenomics.biomedcentral.com/articles/supplements/volume-10-
supplement-2.

Author details
1Medical College, Wuhan University of Science and Technology, Wuhan
430065, China. 2Department of Anesthesiology, Tianyou Hospital, Wuhan
University of Science and Technology, Wuhan 430064, China. 3Texas
Advanced Computing Center, University of Texas at Austin, 10100 Burnet
Road, Austin, TX 78758, USA. 4Puren Hospital, Wuhan University of Science
and Technology, Wuhan 430081, China. 5MidSouth Bioinformatics Center,
Department of Information Science, George Washington Donaghey College
of Engineering and Information Technology and Joint Bioinformatics
Graduate Program, University of Arkansas at Little Rock and University of
Arkansas for Medical Sciences, 2801 S. University Avenue, Little Rock, AR
72204, USA. 6Department of Statistics and Harvard School of Public Health,
Harvard University, One Oxford St., Cambridge 02138 Massachusetts, USA.
7Department of Computer Science, University of Georgia, Athens, GA 30602,
USA. 8Department of Internal Medicine and Rush University Cancer Center,
Rush University Medical Center, Chicago, IL 60612, USA.

Published: 25 July 2016

References
1. Polyak K, Weinberg RA. Transitions between epithelial and mesenchymal

states: acquisition of malignant and stem cell traits. Nat Rev Cancer.
2009;9:265–73.

2. Thompson EW, Newgreen DF, Tarin D. Carcinoma invasion and metastasis:
a role for epithelial-mesenchymal transition. Cancer Res. 2005;65:5991–5.

3. Thiery JP, Sleeman JP. Complex networks orchestrate epithelial-
mesenchymal transitions. Nat Rev Mol Cell Biol. 2006;7:131–42.

4. Sanchez-Tillo E, Liu Y, de Barrios O, Siles L, Fanlo L, Cuatrecasas M, et al.
EMT-activating transcription factors in cancer: beyond EMT and tumor
invasiveness. Cell Mol Life Sci. 2012;69:3429–56.

5. Iwatsuki M, Mimori K, Yokobori T, Ishi H, Beppu T, Nakamori S, et al.
Epithelial-mesenchymal transition in cancer development and its clinical
significance. Cancer Sci. 2010;101:293–9.

6. Jin H, Yu Y, Zhang T, Zhou X, Zhou J, Jia L, Wu Y, Zhou BP, Feng Y. Snail is
critical for tumor growth and metastasis of ovarian carcinoma. Int J Cancer.
2010;126:2102–11.

7. Yanagawa J, Walser TC, Zhu LX, Hong L, Fishbein MC, Mah V, Chia D,
Goodglick L, Elashoff DA, Luo J, Magyar CE, Dohadwala M, Lee JM, St John
MA, Strieter RM, Sharma S, Dubinett SM. Snail promotes CXCR2 ligand
dependent tumor progression in non-small cell lung carcinoma. Clin Cancer
Res. 2009;15:6820–9.

8. Kosaka T, Kikuchi E, Mikami S, Miyajima A, Shirotake S, Ishida M, Okada Y,
Oya M. Expression of snail in upper urinary tract urothelial carcinoma:
prognostic significance and implications for tumor invasion. Clin
Cancer Res. 2010;16:5814–23.

9. Muenst S, Daester S, Obermann EC, Droeser RA, Weber WP, von Holzen U,
et al. Nuclear expression of snail is an independent negative prognostic
factor in human breast cancer. Dis Markers. 2013;35:337–4.

10. Yang MH, Chen CL, Chau GY, Chiou SH, Su CW, Chou TY, Peng WL, Wu JC.
Comprehensive analysis of the independent effect of twist and snail in
promoting metastasis of hepatocellular carcinoma. Hepatology. 2009;50:
1464–74.

11. Kim MA, Lee HS, Lee HE, Kim JH, Yang HK, Kim WH. Prognostic importance
of epithelial-mesenchymal transition-related protein expression in gastric
carcinoma. Histopathology. 2009;54:442–51.

12. Ryu HS, do Park J, Kim HH, Kim WH, Lee HS. Combination of epithelial-
mesenchymal transition and cancer stem cell-like phenotypes has
independent prognostic value in gastric cancer. Hum Pathol. 2012;43:520–8.

13. Shin NR, Jeong EH, Choi CI, Moon HJ, Kwon CH, Chu IS, et al.
Overexpression of snail is associated with lymph node metastasis and poor
prognosis in patients with gastric cancer. BMC Cancer. 2012;12:521.

14. Higgins JPT, Thompson SG, Deeks JJ, Altman DG. Measuring inconsistency
in meta-analyses. Br Med J. 2003;327(7414):557–60.

15. Ioannidis JPA, Patsopoulos NA, Evangelou E. Uncertainty in heterogeneity
estimates in meta-analyses. Br Med J. 2007;335(7626):914–6.

16. Zhu Y, Wu J, et al. Expression of TGF-β1, snail, E-cadherin and N-cadherin in
gastric cancer and its significance. Chin J Clin Oncol. 2007;4(6):384–9.

17. Tang Z, Zhou Y, et al. Expression and clinical significance of transcriptional
factor Snail and adhesion factor E-cadherin in gastric cancer. China J Emerg
Resuscitat Disaster Med. 2010;5(8):696–9.

18. Hao Y, Ouyang X, et al. Combined detection of Shh, Glil, snail and E-
cadherin expression in gastric cancer and its significance. Chin J Clin Oncol.
2011;38(7):382–5.

19. Wang S, Jiang R, Song W. The expression and significance of snail, E-
cadherin protein in gastric carcinoma. Shandong Med. 2011;51(38):48–50.

20. Wang L et al. Expression and significance of Cox-2, snail and E-cadherin in
gastric cancer. Lanzhou: Master degree thesis of Lanzhou university; 2011. p. 69.

21. Jin L et al. Expression of Snail, CK18 and Fn in gastric carcinoma and their
relations with epithelial-mesenchymal transformation. J Hebei Med Univ.
2011;32(3):313–6.

22. Wu D et al. Expression and clinical significance of snail in gastric cancer.
Henan. J Surg. 2012;18(4):26–7.

23. Cao X et al. Expression and significance of snail and E-cadherin in gastric
cancer. Acta Acad Med Weifang. 2013;35(1):45–8.

24. Li Q et al. Snail, a zinc-finger transcriptional factor, induces gastric
carcinoma invasion and metastasis via suppression of E-cadherin expression.
Chin J Biomed Eng. 2013;19(6):433–7.

25. Liu L, Li J. Expression and clinical significance of E-cadherin, snail and twist
in gastric cancer tissue and lymph node metastases. J Clin Med Pract.
2014;18(21):71–4.

Chen et al. Human Genomics 2016, 10(Suppl 2):22 Page 80 of 109

http://humgenomics.biomedcentral.com/articles/supplements/volume-10-supplement-2
http://humgenomics.biomedcentral.com/articles/supplements/volume-10-supplement-2


26. Peinado H, Olmeda D, Cano A. Snail, ZEB and bHLH factors in tumor
progression: an alliance against the epithelial phenotype. Nat Rev Cancer.
2007;7(6):415–28.

27. Drasin DJ, Robin TP, Ford HL. Breast cancer epithelial-to-mesenchymal
transition: examining the functional consequences of plasticity. Breast
Cancer Res. 2011;13:226.

28. Peng Z, Wang CX, Fang EH, Wang GB, Tong Q. Role of epithelial-mesenchymal
transition in gastric cancer initiation and progression. World J Gastroenterol.
2014;20:5403–10.

29. Shirakihara T, Saitoh M, Miyazono K. Differential regulation of epithelial and
mesenchymal markers by deltaEF1 proteins in epithelial mesenchymal
transition induced by TGF-beta. Mol Biol Cell. 2007;18:3533–44.

30. Lascombe I, Clairotte A, Fauconnet S, Bernardini S, Wallerand H, Kantelip B,
et al. N-cadherin as a novel prognostic marker of progression in superficial
urothelial tumors. Clin Cancer Res. 2006;12:2780–7.

31. Hui L, Zhang S, Dong X, Tian D, Cui Z, Qiu X. Prognostic significance of
twist and N-cadherin expression in NSCLC. PLoS One. 2013;8:e62171.

32. Alexander NR, Tran NL, Rekapally H, Summers CE, Glackin C, Heimark RL. N-
cadherin gene expression in prostate carcinoma is modulated by integrin-
dependent nuclear translocation of Twist1. Cancer Res. 2006;66:3365–9.

33. Yang J, Mani SA, Donaher JL, Ramaswamy S, Itzykson RA, Come C, Savagner
P, Gitelman I,Richardson A, Weinberg RA. Twist, a master regulator of
morphogenesis, plays an essential role in tumor metastasis. Cell. 2004;117:
927–39.

34. Fabregat I, Malfettone A, Soukupova J. New Insights into the Crossroads
between EMT and Stemness in the Context of Cancer. Edel MJ, ed. J Clin
Med. 2016;5(3):37.

35. Vandewalle C, Van Roy F, Berx G. The role of the ZEB family of transcription
factors in development and disease. Cell Mol Life Sci. 2009;66:773–87.

36. Rosivatz E, Becker I, Specht K, Fricke E, Luber B, Busch R, Hofler H, Becker KF.
Differential expression of the epithelial-mesenchymal transition regulators
snail, SIP1, and twist in gastric cancer. Am J Pathol. 2002;161:1881–91.

•  We accept pre-submission inquiries 

•  Our selector tool helps you to find the most relevant journal

•  We provide round the clock customer support 

•  Convenient online submission

•  Thorough peer review

•  Inclusion in PubMed and all major indexing services 

•  Maximum visibility for your research

Submit your manuscript at
www.biomedcentral.com/submit

Submit your next manuscript to BioMed Central 
and we will help you at every step:

Chen et al. Human Genomics 2016, 10(Suppl 2):22 Page 81 of 109


	Abstract
	Background
	Results
	Conclusions

	Background
	Methods
	Study search protocol
	Inclusion criteria and exclusion criteria
	Data extraction and quality assessment
	Statistical analysis

	Results
	Literature search and study characteristics
	Stratification analysis
	The relationship between the expression of snail protein and the characteristics of clinical pathology
	Publication bias analysis

	Discussion and conclusions
	Competing interests
	Authors’ contributions
	Declarations
	Author details
	References

